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<400> 1 

gtccctgctg 

ctggctgagg 

ctttcagaag 

tcctgatcct 

ttccaaataa 

atgccaacaa 

actttaacaa 

gccagaaaga 

agaaatccag 

ggttcctgta 

atgtcattct 

atggatcaaa 

gcctaccaag 

tgaagccaat 

aagccacaaa 

gaagctggag 



tgagctctgg 
gaacatggct 
aagacaaaca 
gatctctgtt 
agccatgccc 
cccctgtttc 
atccattgtg 
caccagcatg 
ctcaaacttg 
tcacaacctc 
ccacaaggta 
atcagaagag 
ggagaaactg 
cctgagaaca 
aacattgctg 
tgacatgcga 



ccgctgcctt 
tgttggcctc 
tgtcagctgc 
cggctgagct 
tctgcaggaa 
cgttacccga 
gctcgcctgt 
aaggacatgc 
aagcttcaag 
tctctcccaa 
tttttgcaag 
atgattcaac 
gctgcagcag 
ctaaactcta 
catagtcttg 
caggaggtga 



ccagggctcc 
agctgaggtt 
tgctggaagt 
acccacccta 
cacttccttg 
ctcctgggga 
tctcagatgc 
gcaaagttct 
atttcctggt 
agtctactgt 
gctaccagtt 
ttggtgacca 
agcgagtact 
catctccctt 
ggactctggc 
tgtttctgac 



cgagccacac 
gctgctgtgg 
ggcctggcct 
tgaacaacat 
ggttcagggg 
ggctcccgga 
tcggaggctt 
gagaacatta 
ggacaatgaa 
ggacaagatg 
acatttgaca 
agaagtttct 
tcgttccaac 
cccgagcaag 
ccaggagctg 
caatgtgaac 



gctgggggtg 
aagaacctca 
ctatttatct 
gaatgccatt 
attatctgta 
gttgttggaa 
cttttataca 
cagcagatca 
accttctctg 
ctgagggctg 
agtctgtgca 
gagctttgtg 
atggacatcc 
gagctggctg 
ttcagcatga 
agctccagct 
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cctccaccca aatctaccag gctgtgtctc gtattgtctg cgggcatccc gagggagggg 1020 
ggctgaagat caagtctctc aactggtatg aggacaacaa ctacaaagcc ctctttggag 1080 
gcaatggcac tgaggaagat gctgaaacct tctatgacaa ctctacaact ccttactgca 1140 
atgatttgat gaagaatttg gagtctagtc ctctttcccg cattatctgg aaagctctga 1200 
agccgctgct cgttgggaag atcctgtata cacctgacac tccagccaca aggcaggtca 1260 
tggctgaggt gaacaagacc ttccaggaac tggctgtgtt ccatgatctg gaaggcatgt 1320 
gggaggaact cagccccaag atctggacct tcatggagaa cagccaagaa atggaccttg 1380 
tccggatgct gttggacagc agggacaatg accacttttg ggaacagcag ttggatggct 1440 
tagattggac agcccaagac atcgtggcgt ttttggccaa gcacccagag gatgtccagt 1500 
ccagtaatgg tttctgtgta cacctggaga gaagctttca acgagactaa ccaggcaatc 1560 
cggaccatat ctcgcttcat ggagtgtgtc aacctgaaca agctagaacc catagcaaca 1620 
gaagtctggc tcatcaacaa gtccatggag ctgctggatg agaggaagtt ctgggctggt 1680 
attgtgttca ctggaattac tccaggcagc attgagctgc cccatcatgt caagtacaag 1740 
atccgaatgg acattgacaa tgtggagagg acaaataaaa tcaaggatgg gtactgggac 1800 
cctggtcctc gagctgaccc ctttgaggac atgcggtacg tctggggggg cttcgcctac 1860 
ttgcaggatg tggtggagca ggcaatcatc agggtgctga cgggcaccga gaagaaaact 1920 
ggtgtctata tgcaacagat gccctatccc tgttacgttg atgacatctt tctgcgggtg 1980 
atgagccggt caatgcccct cttcatgacg ctggcctgga tttactcagt ggctgtgatc 2040 
atcaagggca tcgtgtatga gaaggaggca cggctgaaag agaccatgcg gatcatgggc 2100 
ctggacaaca gcatcctctg gtttagctgg ttcattagta gcctcattcc tcttcttgtg 2160 
agcgctggcc tgctagtggt catcctgaag ttaggaaacc tgctgcccta cagtgatccc 2220 
agcgtggtgt ttgtcttcct gtccgtgttt gctgtggtga caatcctgca gtgcttcctg 2280 
attagcacac tcttctccag agccaacctg gcagcagcct gtggggggca tcatctactt 2340 
cacgctgtac ctgccctacg tcctgtgtgt ggcatggcag gactacgtgg gcttcacact 2400 
caagatcttc gctagcctgc tgtctcctgt ggcttttggg tttggctgtg agtactttgc 2460 
cctttttgag gagcagggca ttggagtgca gtgggacaac ctgtttgaga gtcctgtgga 2520 
ggaagatggc ttcaatctca ccacttcggt ctccatgatg ctgtttgaca ccttcctcta 2580 
tggggtgatg acctggtaca ttgaggctgt ctttccaggc cagtacggaa ttcccaggcc 2640 
ctggtatttt ccttgcacca agtcctactg gtttggcgag gaaagtgatg agaagagcca 2700 
ccctggttcc aaccagaaga gaatatcaga aatctgcatg gaggaggaac ccacccactt 27 60 
gaagctgggc gtgtccattc agaacctggt aaaagtctac cgagatggga tgaaggtggc 2820 
tgtcgatggc ctggcactga atttttatga gggccagatc acctccttcc tgggccacaa 2880 
tggagcgggg aagacgacca ccatgtcaat cctgaccggg ttgttccccc cgacctcggg 2940 
caccgcctac atcctgggaa aagacattcg ctctgagatg agcaccatcc ggcagaacct 3000 
gggggtctgt ccccagcata acgtgctgtt tgacatgctg actgtcgaag aacacatctg 3060 
gttctatgcc cgcttgaaag ggctctctga gaagcacgtg aaggcggaga tggagcagat 3120 
ggccctggat gttggtttgc catcaagcaa gctgaaaagc aaaacaagcc agctgtcagg 3180 
tggaatgcag agaaagctat ctgtggcctt ggcctttgtc gggggatcta aggttgtcat 3240 
tctggatgaa cccacagctg gtgtggaccc ttactcccgc aggggaatat gggagctgct 3300 
gctgaaatac cgacaaggcc gcaccattat tctctctaca caccacatgg atgaagcgga 3360 
cgtcctgggg gacaggattg ccatcatctc ccatgggaag ctgtgctgtg tgggctcctc 3420 
cctgtttctg aagaaccagc tgggaacagg ctactacctg accttggtca agaaagatgt 3480 
ggaatcctcc ctcagttcct gcagaaacag tagtagcact gtgtcatacc tgaaaaagga 3540 
ggacagtgtt tctcagagca gttctgatgc tggcctgggc agcgaccatg agagtgacac 3600 
.gctgaccatc gatgtctctg ctatctccaa cctcatcagg aagcatgtgt ctgaagcccg 3660 
gctggtggaa gacatagggc atgagctgac ctatgtgctg ccatatgaag ctgctaagga 3720 
gggagccttt gtggaactct ttcatgagat tgatgaccgg ctctcagacc tgggcatttc 3780 
tagttatggc atctcagaga cgaccctgga agaaatattc ctcaaggtgg ccgaagagag 3840 
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tggggtggat gctgagacct cagatggtac 
cggggacaag cagagctgtc ttcgcccgtt 
ttctgacata gacccagaat ccagagagac 
gtcctaccag gtgaaaggct ggaaacttac 
gagactgcta attgccagac ggagtcggaa 
tgtgtttgtc tgcattgccc ttgtgttcag 
cagcctggaa cttcagccct ggatgtacaa 
tcctgaggac acgggaaccc tggaactctt 
gacccgctgt atggaaggaa acccaatccc 
gtggaccact gccccagttc cccagaccat 
aatgcagaac ccttcacctg catgccagtg 
tgtgtgtccc ccaggggcag gggggctgcc 
tatccttcag gacctgacag gaagaaacat 
gatcatagcc aaaagcttaa agaacaagat 
ttccctgggt gtcagtaata ctcaagcact 
caaacaaatg aagaaacacc taaagctggc 
cagcttggga agatttatga caggactgga 
taacaagggc tggcatgcaa tcagctcttt 
ggccaacctg caaaagggag agaaccctag 
cctgaatctc accaagcagc agctctcaga 
ccttgtgtcc atctgtgtca tctttgcaat 
cctgatccag gagcgggtca gcaaagcaaa 
tgtcatctac tggctctcta attttgtctg 
actggtcatt atcatcttca tctgcttcca 
gcctgtgcta gcccttctac ttttgctgta 
agcctccttt gtgttcaaga tccccagcac 
cttcattggc attaatggca gcgtggccac 
gctgaataat atcaatgata tcctgaagtc 
gggacgaggg ctcatcgaca tggtgaaaaa 
tggggagaat cgctttgtgt caccattatc 
catggccgtg gaaggggtgg tgttcttcct 
catcaggccc agacctgtaa atgcaaagct 
gaggcgggaa agacagagaa ttcttgatgg 
ggagttgacg aagatatata gaaggaagcg 
cattcctcct ggtgagtgct ttgggctcct 
tttcaagatg ttaacaggag ataccactgt 
tagtatctta tcaaacatcc atgaagtaca 
tgccatcaca gagctgttga ctgggagaga 
agtcccagag aaagaagttg gcaaggttgg 
gaagtatgga gaaaaatatg ctggtaacta 
agccatggct ttgatcggcg ggcctcctgt 
ggatcccaaa gcccggcggt tcttgtggaa 
atcagtagtg cttacatctc atagtatgga 
aatcatggtc aatggaaggt tcaggtgcct 
tggagatggt tatacaatag ttgtacgaat 
ccaggatttc tttggacttg catttcctgg 
gctacaatac cagcttccat cttcattatc 
ccagagcaaa aagcgactcc acatagaaga 




cttgccagca agacgaaaca ggcgggcctt 3900 
cactgaagat gatgctgctg atccaaatga 3960 
agacttgctc agtgggatgg atggcaaagg 4020 
acagcaacag tttgtggccc ttttgtggaa 4080 
aggatttttt gctcagattg tcttgccagc 4140 
cctgatcgtg ccaccctttg gcaagtaccc 4200 
cgaacagtac acatttgtca gcaatgatgc 4260 
aaacgccctc accaaagacc ctggcttcgg 4320 
agacacgccc tgccaggcag gggaggaaga 4380 
catggacctc ttccagaatg ggaactggac 4440 
tagcagcgac aaaatcaaga agatgctgcc 4500 
tcctccacaa agaaaacaaa acactgcaga 4560 
ttcggattat ctggtgaaga cgtatgtgca 4620 
ctgggtgaat gagtttaggt atggcggctt 4 680 
tcctccgagt caagaagtta atgatgccat 4740 
caaggacagt tctgcagatc gatttctcaa 4800 
caccagaaat aatgtcaagg tgtggttcaa 4860 
cctgaatgtc atcaacaatg ccattctccg 4 920 
ccattatgga attactgctt tcaatcatcc 4 980 
ggtggctctg atgaccacat cagtggatgt 5040 
gtccttcgtc ccagccagct ttgtcgtatt 5100 
acacctgcag ttcatcagtg gagtgaagcc 5160 
ggatatgtgc aattacgttg tccctgccac 5220 
gcagaagtcc tatgtgtcct ccaccaatct 5280 
tgggtggtca atcacacctc tcatgtaccc 5340 
agcctatgtg gtgctcacca gcgtgaacct 5400 
ctttgtgctg gagctgttca ccgacaataa 54 60 
cgtgttcttg atcttcccac atttttgcct 5520 
ccaggcaatg gctgatgccc tggaaaggtt 5580 
ttgggacttg gtgggacgaa acctcttcgc 564 0 
cattactgtt ctgatccagt acagattctt 5700 
atctcctctg aatgatgaag atgaagatgt 5760 
tggaggccag aatgacatct tagaaatcaa 5820 
gaagcctgct gttgacagga tttgcgtggg 5880 
gggagttaat ggggctggaa aatcatcaac 594 0 
taccagagga gatgctttcc ttaacaaaaa 6000 
tcagaacatg ggctactgcc ctcagtttga 6060 
acacgtggag ttctttgccc ttttgagagg 6120 
tgagtgggcg attcggaaac tgggcctcgt 6180 
tagtggaggc aacaaacgca agctctctac 6240 
ggtgtttctg gatgaaccca ccacaggcat 6300 
ttgtgcccta agtgttgtca aggaggggag 6360 
agaatgtgaa gctctttgca ctaggatggc 6420 
tggcagtgtc cagcatctaa aaaataggtt 6480 
agcagggtcc aacccggacc tgaagcctgt 6540 
aagtgttcta aaagagaaac accggaacat 6600 
ttctctggcc aggatattca gcatcctctc 6660 
ctactctgtt tctcagacaa cacttgacca 6720 



3 



agtatttgtg aactttgcca aggaccaaag tgatgatgac cacttaaaag acctctcatt 6780 

acacaaaaac cagacagtag tggacgttgc agttctcaca tcttttctac aggatgagaa 6840 

agtgaaagaa agctatgtat gaagaatcct gttcatacgg ggtggctgaa agtaaagagg 6900 

aactagactt tcctttgcac catgtgaagt gttgtggaga aaagagccag aagttgatgt 6960 

gggaagaagt aaactggata ctgtactgat actattcaat gcaatgcaat tcaatgcaat 7020 

gaaaacaaaa ttccattaca ggggcagtgc ctttgtagcc tatgtcttgt atggctctca 7080 

agtgaaagac ttgaatttag ttttttacct atacctatgt gaaactctat tatggaaccc 7140 

aatggacata tgggtttgaa ctcacacttt tttttttttt tttgttcctg tgtattctca 7200 

ttggggttgc aacaataatt catcaagtaa tcatggccag cgattattga tcaaaatcaa 7260 

aaggtaatgc acatcctcat tcactaagcc atgccatgcc caggagactg gtttcccggt 7320 

gacacatcca ttgctggcaa tgagtgtgcc agagttatta gtgccaagtt tttcagaaag 7380 

tttgaagcac catggtgtgt catgctcact tttgtgaaag ctgctctgct cagagtctat 7440 

caacattgaa tatcagttga cagaatggtg ccatgcgtgg ctaacatcct gctttgattc 7500 

cctctgataa gctgttctgg tggcagtaac atgcaacaaa aatgtgggtg tctccaggca 7560 

cgggaaactt ggttccattg ttatattgtc ctatgcttcg agccatgggt ctacagggtc 7620 

atccttatga gactcttaaa tatacttaga tcctggtaag aggcaaagaa tcaacagcca 7680 

aactgctggg gctgcaactg ctgaagccag ggcatgggat taaagagatt gtgcgttcaa 7740 

acctagggaa gcctgtgccc atttgtcctg actgtctgct aacatggtac actgcatctc 7800 

aagatgttta tctgacacaa gtgtattatt tctggctttt tgaattaatc tagaaaatga 7860 

aa 7862 



<210> 2 
<211> 2258 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ala Cys Trp Pro Gin Leu Arg Leu Leu Leu Trp Lys Asn Leu Thr 
15 10 15 

Phe Arg Arg Arg Gin Thr Cys Gin Leu Leu Leu Glu Val Ala Trp Pro 
20 25 30 

Leu Phe lie Phe Leu lie Leu lie Ser Val Arg Leu Ser Tyr Pro Pro 
35 40 45 

Tyr Glu Gin His Glu Cys His Phe Pro Asn Lys Ala Met Pro Ser Ala 
50 55 60 

Gly Thr Leu Pro Trp Val Gin Gly lie lie Cys Asn Ala Asn Asn Pro 
65 70 75 80 

Cys Phe Arg Tyr Pro Thr Pro Gly Glu Ala Pro Gly Val Val Gly Asn 
85 90 95 

Phe Asn Lys Ser lie Val Ala Arg Leu Phe Ser Asp Ala Arg Arg Leu 
100 105 110 
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Leu Leu Tyr Ser Gin Lys Asp Thr Ser Met Lys Asp Met Arg Lys Val 
115 120 125 



Leu Arg Thr Leu Gin Gin He Lys Lys Ser Ser Ser Asn Leu Lys Leu 
130 135 140 

Gin Asp Phe Leu Val Asp Asn Glu Thr Phe Ser Gly Phe Leu Tyr His 
145 150 155 160 

Asn Leu Ser Leu Pro Lys Ser Thr Val Asp Lys Met Leu Arg Ala Asp 
165 170 175 

Val He Leu His Lys Val Phe Leu Gin Gly Tyr Gin Leu His Leu Thr 
180 185 190 

Ser Leu Cys Asn Gly Ser Lys Ser Glu Glu Met He Gin Leu Gly Asp 
195 200 205 

Gin Glu Val Ser Glu Leu Cys Gly Leu Pro Arg Glu Lys Leu Ala Ala 
210 215 220 

Ala Glu Arg Val Leu Arg Ser Asn Met Asp He Leu Lys Pro He Leu 
225 230 235 240 

Arg Thr Leu Asn Ser Thr Ser Pro Phe Pro Ser Lys Glu Leu Ala Glu 
245 250 255 

Ala Thr Lys Thr Leu Leu His Ser Leu Gly Thr Leu Ala Gin Glu Leu 
260 265 270 

Phe Ser Met Arg Ser Trp Ser Asp Met Arg Gin Glu Val Met Phe Leu 
275 280 285 

Thr Asn Val Asn Ser Ser Ser Ser Ser Thr Gin He Tyr Gin Ala Val 
290 295 300 

Ser Arg He Val Cys Gly His Pro Glu Gly Gly Gly Leu Lys lie Lys 
305 310 315 320 

Ser Leu Asn Trp Tyr Glu Asp Asn Asn Tyr Lys Ala Leu Phe Gly Gly 
325 330 335 

Asn Gly Thr Glu Glu Asp Ala Glu Thr Phe Tyr Asp Asn Ser Thr Thr 
340 345 350 

Pro Tyr Cys Asn Asp Leu Met Lys. Asn Leu Glu Ser Ser Pro Leu Ser 
355 360 365 
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Arg lie lie Trp Lys 
370 

Tyr Thr Pro Asp Thr 
385 

Lys Thr Phe Gin Glu 
405 

Glu Glu Leu Ser Pro 
420 

Met Asp Leu Val Arg 
435 

Trp Glu Gin Gin Leu 
450 

Ala Phe Leu Ala Lys 
465 

Val Tyr Thr Trp Arg 
485 

Thr lie Ser Arg Phe 
500 

lie Ala Thr Glu Val 
515 

Glu Arg Lys Phe Trp 
530 

Ser lie Glu Leu Pro 
545 

Asp Asn Val Glu Arg 
565 

Gly Pro Arg Ala Asp 
580 

Phe Ala Tyr Leu Gin 
595 

Thr Gly Thr Glu Lys 
610 



Ala Leu Lys Pro Leu Leu 
375 

Pro Ala Thr Arg Gin Val 
390 395 

Leu Ala Val Phe His Asp 
410 

Lys lie Trp Thr Phe Met 
425 

Met Leu Leu Asp Ser Arg 
440 

Asp Gly Leu Asp Trp Thr 
455 

His Pro Glu Asp Val Gin 
470 475 

Glu Ala Phe Asn Glu Thr 
490 

Met Glu Cys Val Asn Leu 
505 

Trp Leu lie Asn Lys Ser 
520 

Ala Gly lie Val Phe Thr 
535 

His His Val Lys Tyr Lys 
550 555 

Thr Asn Lys lie Lys Asp 
570 

Pro Phe Glu Asp Met Arg 
585 

Asp Val Val Glu Gin Ala 
600 

Lys Thr Gly Val Tyr Met 
615 



Val Gly Lys lie Leu 
380 

Met Ala Glu Val Asn 
400 

Leu Glu Gly Met Trp 
415 

Glu Asn Ser Gin Glu 
430 

Asp Asn Asp His Phe 
445 

Ala Gin Asp lie Val 
460 

Ser Ser Asn Gly Ser 
480 

Asn Gin Ala lie Arg 
495 

Asn Lys Leu Glu Pro 
510 

Met Glu Leu Leu Asp 
525 

Gly lie Thr Pro Gly 
540 

lie Arg Met Asp lie 
560 

Gly Tyr Trp Asp Pro 
575 

Tyr Val Trp Gly Gly 
590 

lie lie Arg Val Leu 
605 

Gin Gin Met Pro Tyr 
620 
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Pro Cys Tyr Val Asp Asp lie Phe Leu Arg Val Met Ser Arg Ser Met 
625 630 635 640 



Pro Leu Phe Met Thr Leu Ala Trp lie Tyr Ser Val Ala Val lie lie 
645 650 655 

Lys Gly lie Val Tyr Glu Lys Glu Ala Arg Leu Lys Glu Thr Met Arg 
660 665 670 

lie Met Gly Leu Asp Asn Ser lie Leu Trp Phe Ser Trp Phe lie Ser 
675 680 685 

Ser Leu lie Pro Leu Leu Val Ser Ala Gly Leu Leu Val Val lie Leu 
690 695 700 

Lys Leu Gly Asn Leu Leu Pro Tyr Ser Asp Pro Ser Val Val Phe Val 
705 710 715 720 

Phe Leu Ser Val Phe Ala Val Val Thr lie Leu Gin Cys Phe Leu lie 
725 730 735 

Ser Thr Leu Phe Ser Arg Ala Asn Leu Ala Ala Ala Cys Gly Gly lie 
740 745 750 

lie Tyr Phe Thr Leu Tyr Leu Pro Tyr Val Ala Trp Gin Asp Tyr Val 
755 760 765 

Gly Phe Thr Leu Lys lie Phe Ala Ser Leu Leu Ser Pro Val Ala Phe 
770 775 780 

Gly Phe Gly Cys Glu Tyr Phe Ala Leu Phe Glu Glu Gin Gly lie Gly 
785 790 795 800 

Val Gin Trp Asp Asn Leu Phe Glu Ser Pro Val Glu Glu Asp Gly Phe 
805 810 815 

Asn Leu Thr Thr Ser Val Ser Met Met Leu Phe Asp Thr Phe Leu Tyr 
820 825 830 

Gly Val Met Thr Trp Tyr lie Glu Ala Val Phe Pro Gly Gin Tyr Gly 
835 840 845 

lie Pro Arg Pro Trp Tyr Phe Pro Cys Thr Lys Ser Tyr Trp Phe Gly 
850 855 860 

Glu Glu Ser Asp Glu Lys Ser His Pro Gly Ser Asn Gin Lys Arg lie 
865 870 875 880 
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Ser Glu lie Cys Met Glu Glu Glu Pro Thr His Leu Lys Leu Gly Val 
885 890 895 



Ser lie Gin Asn Leu Val Lys Val Tyr Arg Asp Gly Met Lys Val Ala 
900 905 910 

Val Asp Gly Leu Ala Leu Asn Phe Tyr Glu Gly Gin lie Thr Ser Phe 
915 920 925 

Leu Gly His Asn Gly Ala Gly Lys Thr Thr Thr Met Ser lie Leu Thr 
930 935 940 

Gly Leu Phe Pro Pro Thr Ser Gly Thr Ala Tyr lie Leu Gly Lys Asp 
945 950 955 960 

lie Arg Ser Glu Met Ser Thr lie Arg Gin Asn Leu Gly Val Cys Pro 
965 970 975 

Gin His Asn Val Leu Phe Asp Met Leu Thr Val Glu Glu His lie Trp 
980 985 990 

Phe Tyr Ala Arg Leu Lys Gly Leu Ser Glu Lys His Val Lys Ala Glu 
995 1000 1005 

Met Glu Gin Met Ala Leu Asp Val Gly Leu Pro Ser Ser Lys Leu Lys 
1010 1015 1020 

Ser Lys Thr Ser Gin Leu Ser Gly Gly Met Gin Arg Lys Leu Ser Val 
1025 1030 1035 1040 

Ala Leu Ala Phe Val Gly Gly Ser Lys Val Val lie Leu Asp Glu Pro 
1045 1050 1055 

Thr Ala Gly Val Asp Pro Tyr Ser Arg Arg Gly lie Trp Glu Leu Leu 
1060 1065 1070 

Leu Lys Tyr Arg Gin Gly Arg Thr lie lie Leu Ser Thr His His Met 
1075 1080 1085 

Asp Glu Ala Asp Val Leu Gly Asp Arg lie Ala lie lie Ser His Gly 
1090 1095 1100 

Lys Leu Cys Cys Val Gly Ser Ser Leu Phe Leu Lys Asn Gin Leu Gly 
1105 1110 1115 1120 

Thr Gly Thr Thr Leu Thr Leu Val Lys Lys Asp Val Glu Ser Ser Leu 
1125 1130 1135 
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Ser Ser Cys Arg Asn Ser Ser Ser Thr Val Ser Tyr Leu Lys Lys Glu 
1140 1145 1150 



Asp Ser Val Ser Gin Ser Ser Ser Asp Ala Gly Leu Gly Ser Asp His 
1155 1160 1165 

Glu Ser Asp Thr Leu Thr lie Asp Val Ser Ala lie Ser Asn Leu lie 
1170 1175 1180 

Arg Lys His Val Ser Glu Ala Arg Leu Val Glu Asp lie Gly His Glu 
1185 1190 1195 1200 

Leu Thr Tyr Val Leu Pro Tyr Glu Ala Ala Lys Glu Gly Ala Phe Val 
1205 1210 1215 

Glu Leu Phe His Glu lie Asp Asp Arg Leu Ser Asp Leu Gly lie Ser 
1220 1225 1230 

Ser Tyr Gly lie Ser Glu Thr Thr Leu Glu Glu lie Phe Leu Lys Val 
1235 1240 1245 

Ala Glu Glu Ser Gly Val Asp Ala Glu Thr Ser Asp Gly Thr Leu Pro 
1250 1255 1260 

Ala Arg Arg Asn Arg Arg Ala Phe Gly Asp Lys Gin Ser Cys Leu Arg 
1265 1270 1275 1280 

Pro Phe Thr Glu Asp Asp Ala Ala Asp Pro Asn Asp Ser Asp lie Asp 
1285 1290 1295 

Pro Glu Ser Arg Glu Thr Asp Leu Leu Ser Gly Met Asp Gly Lys Gly 
1300 1305 1310 

Ser Tyr Gin Val Lys Gly Trp Lys Leu Thr Gin Gin Gin Phe Val Ala 
1315 1320 1325 

Leu Leu Trp Lys Arg Leu Leu lie Ala Arg Arg Ser Arg Lys Gly Phe 
1330 1335 1340 

Phe Ala Gin lie Val Leu Pro Ala Val Phe Val Cys lie Ala Leu Val 
1345 1350 1355 1360 

Phe Ser Leu lie Val Pro Pro Phe Gly Lys Tyr Pro Ser Leu Glu Leu 
1365 1370 1375 

Gin Pro Trp Met Tyr Asn Glu Gin Tyr Thr Phe Val Ser Asn Asp Ala 
1380 1385 1390 
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Pro Glu Asp Thr Gly Thr Leu Glu Leu Leu Asn Ala Leu Thr Lys Asp 
1395 1400 1405 



Pro Gly Phe Gly Thr Arg Cys Met Glu Gly Asn Pro lie Pro Asp Thr 
1410 1415 1420 

Pro Cys Gin Ala Gly Glu Glu Glu Trp Thr Thr Ala Pro Val Pro Gin 
1425 1430 1435 1440 

Thr lie Met Asp Leu Phe Gin Asn Gly Asn Trp Thr Met Gin Asn Pro 
1445 1450 1455 

Ser Pro Ala Cys Gin Cys Ser Ser Asp Lys He Lys Lys Met Leu Pro 
1460 1465 1470 

Val Cys Pro Pro Gly Ala Gly Gly Le'u Pro Pro Pro Gin Arg Lys Gin 
1475 1480 1485 

Asn Thr Ala Asp He Leu Gin Asp Leu Thr Gly Arg Asn He Ser Asp 
1490 1495 1500 

Tyr Leu Val Lys Thr Tyr Val Gin He He Ala Lys Ser Leu Lys Asn 
15 °5 1510 1515 1520 

Lys He Trp Val Asn Glu Phe Arg Tyr Gly Gly Phe Ser Leu Gly Val 
1525 1530 1535 

Ser Asn Thr Trp Ala Leu Pro Pro Ser Gin Glu Val Asn Asp Ala He 
1540 1545 1550 

Lys Gin Met Lys Lys His Leu Lys Leu Ala Lys Asp Ser Ser Ala Asp 
1555 1560 1565 

Arg Phe Leu Asn Ser Leu Gly Arg Phe Met Thr Gly Leu Asp Thr Arg 
1570 1575 1580 

Asn Asn Val Lys Val Trp Phe Asn Asn Lys Gly Trp His Ala He Ser 
1585 1590 1595 1600 

Ser Phe Leu Asn Val He Asn Asn Ala lie Leu Arg Ala Asn Leu Gin 
1605 1610 1615 

Lys Gly Glu Asn Pro Ser His Trp Gly He Thr Ala Phe Asn His Pro 
1620 1625 1630 

Leu Asn Leu Thr Lys Gin Gin Leu Ser Glu Val Ala Leu Met Thr Thr 
1635 1640 1645 



10 



Ser Val Asp Val Leu Val Ser lie Cys Val He Phe Ala Met Ser Phe 
1650 1655 1660 



Val Pro Ala Ser Phe Val Val Phe Leu He Gin Glu Arg Val Ser Lys 
1665 1670 1675 1680 

Ala Lys His Leu Gin Phe He Ser Gly Val Lys Pro Val He Tyr Trp 
1685 1690 1695 

Leu Ser Asn Phe Val Trp Asp Met Cys Asn Tyr Val Val Pro Ala Thr 
1700 1705 1710 

Leu Val He He He Phe He Cys Phe Gin Gin Lys Ser Tyr Val Ser 
1715 1720 1725 

Ser Thr Asn Leu Pro Val Leu Ala Leu Leu Leu Leu Leu Tyr Gly Trp 
1730 1735 1740 

Ser He Thr Pro Leu Met Tyr Pro Ala Ser Phe Val Phe Lys He Pro 
1745 1750 1755 1760 

Ser Thr Ala Tyr Val Val Leu Thr Ser Val Asn Leu Phe He Gly He 
1765 1770 1775 

Asn Gly Ser Val Ala Thr Phe Val Leu Glu Leu Phe Thr Asp Asn Lys 
1780 1785 1790 

Leu Asn Asn He Asn Asp lie Leu Lys Ser Val Phe Leu He Phe Pro 
1795 1800 1805 

His Phe Cys Leu Gly Arg Gly Leu He Asp Met Val Lys Asn Gin Ala 
1810 1815 1820 

Met Ala Asp Ala Leu Glu Arg Phe Gly Glu Asn Arg Phe Val Ser Pro 
1825 1830 1835 1840 

Leu Ser Trp Asp Leu Val Gly Arg Asn Leu Phe Ala Met Ala Val Glu 
1845 1850 1855 

Gly Val Val Phe Phe Leu He Thr Val Leu He Gin Tyr Arg Phe Phe 
1860 1865 1870 

He Arg Pro Arg Pro Val Asn Ala Lys Leu Ser Pro Leu Asn Asp Glu 
1875 1880 1885 

Asp Glu Asp Val Arg Arg Glu Arg Gin Arg He Leu Asp Gly Gly Gly 
1890 1895 1900 
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Gin Asn Asp lie Leu Glu lie Lys Glu Leu Thr Lys lie Tyr Arg Arg 
1905 1910 1915 1920 



Lys Arg Lys Pro Ala Val Asp Arg lie Cys Val Gly He Pro Pro Gly 
1925 1930 1935 

Glu Cys Phe Gly Leu Leu Gly Val Asn Gly Ala Gly Lys Ser Ser Thr 
1940 1945 1950 

Phe Lys Met Leu Thr Gly Asp Thr Thr Val Thr Arg Gly Asp Ala Phe 
1955 I960 1965 

Leu Asn Lys Asn Ser He Leu Ser Asn He His Glu Val His Gin Asn 
1970 1975 1980 

Met Gly Tyr Cys Pro Gin Phe Asp Ala He Thr Glu Leu Leu Thr Gly 
1985 1990 1995 2000 

Arg Glu His Val Glu Phe Phe Ala Leu Leu Arg Gly Val Pro Glu Lys 
2005 2010 2015 

Glu Val Gly Lys Val Gly Glu Trp Ala He Arg Lys Leu Gly Leu Val 
2020 2025 2030 

Lys Tyr Gly Glu Lys Tyr Ala Gly Asn Tyr Ser Gly Gly Asn Lys Arg 
2035 2040 2045 

Lys Leu Ser Thr Ala Met Ala Leu He Gly Gly Pro Pro Val Val Phe 
2050 2055 2060 

Leu Asp Glu Pro Thr Thr Gly Met Asp Pro Lys Ala Arg Arg Phe Leu 
2065 2070 2075 2080 

Trp Asn Cys Ala Leu Ser Val Val Lys Glu Gly Arg Ser Val Val Leu 
2085 2090 2095 

Thr Ser His Ser Met Glu Glu Cys Glu Ala Leu Cys Thr Arg Met Ala 
2100 2105 2110 

He Met Val Asn Gly Arg Phe Arg Cys Leu Gly Ser Val Gin His Leu 
2115 2120 2125 

Lys Asn Arg Phe Gly Asp Gly Tyr Thr He Val Val Arg He Ala Gly 
2130 2135 2140 

Ser Asn Pro Asp Leu Lys Pro Val Gin Asp Phe Phe Gly Leu Ala Phe 
2145 2150 2155 2160 
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Pro Gly Ser Val Leu Lys Glu Lys His Arg Asn Met Leu Gin Tyr Gin 
2165 2170 2175 



Leu Pro Ser Ser Leu Ser Ser Leu Ala Arg He Phe Ser He Leu Ser 
2180 2185 2190 

Gin Ser Lys Lys Arg Leu His He Glu Asp Tyr Ser Val Ser Gin Thr 
2195 2200 2205 

Thr Leu Asp Gin Val Phe Val Asn Phe Ala Lys Asp Gin Ser Asp Asp 
2210 2215 2220 

Asp His Leu Lys Asp Leu Ser Leu His Lys Asn Gin Thr Val Val Asp 
2225 2230 2235 2240 

Val Ala Val Leu Thr Ser Phe Leu Gin Asp Glu Lys Val Lys Glu Ser 
2245 2250 2255 

Tyr Val 



<210> 3 
<211> 18 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Lys Glu Ala Arg Leu Lys Glu Thr Met Arg He Met Gly Leu Asp Asn 
1 5 10 15 

Ser He 



<210> 4 
<211> 5 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Phe Ser Arg Ala Asn 
1 5 



<210> 5 
<211> 26 
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<212> PRT 

<213> Homo sapiens 
<400> 5 

Ala Leu Phe Glu Glu Gin Gly lie Gly Val Gin Trp Asp Asn Leu Phe 
1 5 10 15 

Glu Ser Pro Val Glu Glu Asp Gly Phe Asn 
20 25 



<210> 6 
<211> 284 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Phe Gly Lys Tyr Pro Ser Leu Glu Leu Gin Pro Trp Met Tyr Asn Glu 
15 10 15 

Gin Tyr Thr Phe Val Ser Asn Asp Ala Pro Glu Asp Thr Gly Thr Leu 
20 25 30 

Glu Leu Leu Asn Ala Leu Thr Lys Asp Pro Gly Phe Gly Thr Arg Cys 
35 40 45 

Met Glu Gly Asn Pro lie Pro Asp Thr Pro Cys Gin Ala Gly Glu Glu 
50 55 60 

Glu Trp Thr Thr Ala Pro Val Pro Gin Thr lie Met Asp Leu Phe Gin 
65 70 75 80 

Asn Gly Asn Trp Thr Met Gin Asn Pro Ser Pro Ala Cys Gin Cys Ser 
85 90 95 

Ser Asp Lys lie Lys Lys Met Leu Pro Val Cys Pro Pro Gly Ala Gly 
100 105 110 

Gly Leu Pro Pro Pro Gin Arg Lys Gin Asn Thr Ala Asp lie Leu Gin 
115 120 125 

Asp Leu Thr Gly Arg Asn lie Ser Asp Tyr Leu Val Lys Thr Tyr Val 
130 135 140 

Gin lie lie Ala Lys Ser Leu Lys Asn Lys lie Trp Val Asn Glu Phe 
145 150 155 160 

Arg Tyr Gly Gly Phe Ser Leu Gly Val Ser Asn Thr Gin Ala Leu Pro 
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Pro Ser Gin Glu 
180 

Lys Leu Ala Lys 
195 

Arg Phe Met Thr 
210 

Asn Asn Lys Gly 
225 

Asn Ala lie Leu 



Tyr Gly lie Thr 
260 

Leu Ser Glu Val 
275 



165 

Val Asn Asp Ala 



Asp Ser Ser Ala 
200 

Gly Leu Asp Thr 
215 

Trp His Ala lie 
230 

Arg Ala Asn Leu 
245 

Ala Phe Asn His 



Ala Leu Met Thr 
280 



170 

lie Lys Gin Met 
185 

Asp Arg Phe Leu 



Arg Asn Asn Val 
220 

Ser Ser Phe Leu 
235 

Gin Lys Gly Glu 
250 

Pro Leu Asn Leu 
265 

Thr Ser Val Asp 



175 

Lys Lys His Leu 
190 

Asn Ser Leu Gly 
205 

Lys Val Trp Phe 



Asn Val lie Asn 
240 

Asn Pro Ser His 
255 

Thr Lys Gin Gin 
270 



<210> 7 
<211> 23 
<212> PRT 

<213> Homo sapiens 
<400> 7 

Leu Leu Leu Leu Tyr Gly Trp Ser lie Thr Pro Leu Met Tyr Pro Ala 
15 10 15 

Ser Phe Val Phe Lys lie Pro 
20 



<210> 8 
<211> 29 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Val Lys Asn Gin Ala Met Ala Asp Ala Leu Glu Arg Phe Gly Glu Asn 
15 10 15 

Arg Phe Val Ser Pro Leu Ser Trp Asp Leu Val Gly Arg 
20 25 
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<210> 9 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR Primer 
<400> 9 

gtcacttccc aaacaaagct a 21 



<210> 10 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR Primer 
<400> 10 

atggacgcat tgaagtttcc 20 



<210> 11 
<211> 15 
<212> DNA 
<213> chicken 

<400> 11 

accaggggaa tctcc 15 



<210> 12 
<211> 15 
<212> DNA 
<213> chicken 

<400> 12 

accagggaaa tctcc 15 



<210> 13 
<211> 15 
<212> PRT 

<2 13> Homo sapiens 



16 



+ 



<400> 13 

Arg Tyr Pro Thr Pro Gly Glu Ala Pro Gly Val Val Gly Asn Phe 
15 10 15 



<210> 14 
<211> 15 
<212> PRT 
<213> mouse 



<400> 14 

Arg Tyr Pro Thr Pro Gly Glu Ala Pro Gly Val Val Gly Asn Phe 
15 10 15 



<210> 15 
<211> 15 
<212> PRT 
<213> Takifugu 



Rubripes 



<400> 15 

Ser His Pro Thr Leu Gly Glu Thr Pro Gly Gin Val Asn Asn Phe 
15 10 15 



<210> 16 
<211> 15 
<212> PRT 
<213> chicken 



<400> 16 

Arg Tyr Pro Thr Pro Gly Glu Ser Pro Gly lie Val Gly Asn ' Phe 
15 10 15 



<210> 17 
<211> 15 
<212> PRT 
<213> chicken 

<400> 17 

Arg Tyr Pro Thr Pro Gly Lys Ser Pro Gly lie Val Gly Asn Phe 
15 10 15 



<210> 18 
<211> 45 



17 



'0 • > *- 



<212> DNA 
<213> chicken 

<400> 18 

cgctacccaa caccagggga atctcctggt attgttggaa acttc 45 



<210> 19 
<211> 45 
<212> DNA 
<213> chicken 

<400> 19 

cgctacccaa caccagggaa atctcctggt attgttggaa acttc 



45 



18 



